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■\ ^iio> APPLICANT: Saqanii Chemical Research center 

5 flit TITLE OF INVENTION, Hum* a Proteins Having Transmembrane Domains and DMAs Encoding these 



5 proteins 
8 <130> FILE REFERENCE: 6 610 9 9 
C--> 10 <140> CURRENT APPLICATION NUMBER: US/09/674 , 235 
C--> 11 <141> CURRENT FILING DATE: 2000-05-19 

13 <150> PRIOR APPLICATION NUMBER: JP 10-119395 

14 <151> PRIOR FILING DATE: 1998-04-28 
16 <160> NUMBER OF SEQ ID NOS : 36 

18 <170> SOFTWARE: Windows 95 (Word 98) 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 268 
2 3 <212> TYPE: PRT 

24 <213> ORGANISM: Homo sapiens 
26 <400> SEQUENCE: 1 

->7 Met Ala Phe Glu Glu Leu Leu Ser Gin Val Gly Gly Leu Giy Arg Phe 

28 'l " 5 10 15 

09 Gin Met Leu His Leu Val Phe He Leu Pro Ser Leu Met Leu Leu He 

30 20 25 30 _ 

31 Pro His T3e Leu Leu Glu Asn Phe Ala Ala Ala He Pro Gly His Arg 

32 35 40 45 

33 cys Trp Val Elis Met Leu Asp Asn Asn Thr Giy Ser Gly Asn Glu Tlvr 

34 50 55 60 

35 G3- He Leu Ser Glu Asp Ala Leu Leu Arg lie Ser He Pro Leu Asp 

36 65 70" 75 B0 

37 ser Asn Leu Arg Pro Glu Lys Cys Arg Arg Phe Val His Pro Gin Trp 

38 ' 85 90 , 95 

39 Gin Leu Leu His Leu Asn Gly Thr Tie His Ser Thr Ser Glu Ala Asp 

40 100 105 HO 

41 Thr Glu Pro Cys Val Asp Glv Trp Val Tyr Asp Gin Ser Tyr Phe Pro 
4 2 115 120 125 

4 3 ser Thr He Val Thr Lvs Trp Asp Leu Val Cys Asp Tyr Gin Ser Leu 
44 130 135 -140 

4 5 Lvs Ser Val Val Gin Phe Leu Leu Leu Thr Gly Met Leu Val Gly Gly 

46 145 " 150 155 160 

47 He He Glv Glv His Val Ser Asp Arg Trp Leu val Glu Ser Ala Arg 

48 " 165 170 175 

49 Trp Leu He He Thr Asn Lys Leu Asp Glu Gly Leu Lys Ala Leu Arg 

50 ■ 180 185 19° 

51 Lys Val Ala Arg Thr Asn Gly He Lys Asn Ala Glu Glu Thr Leu Asn 
r l2 195 200 205 

53 He Glu Val Val Arg Ser Thr Met Gin Glu Glu Leu Asp Ala Ala Gin 

54 21-0 215 220 

55 Thr lvs Thr Thr Val Cvs Asp Leu Phe Arg Asn Pro Ser Met Arg Lys 

56 225 * 230 235 240 

57 Arg Tie Cvs He Leu val Phe Leu Arg Lys Lys lie Ser Arg Lys Arg 

58 ' 245 250 255 
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59 His Lys Asn Asp Cys Tyr Thr Lys val Tbr Lys Phe 
hO 260 265 

6 2 <210> SEQ f.n MO: 2 
6 3 <21.1> LENGTH: 236 
64 <212> TYPE: PRT 
6 5 <213> ORGANISM: Homo sapiens 
67 <4 00> SEQUENCE: 2 



6 8 




Ala 


Gl a 


Pro 


Se r 


Ala 


Ala 


Thr 


Gin 


Ser 


His 


Ser 


He 


Ser 


Ser 


Ser 


6 9 


] 








5 










10 










15 




/ u 


3 P j- 


Phe 


Glv 


Ala 


Glu 


Pro 


Ser 


Ala 


Pro 


Gly 


Gly 


Gly 


Giy 


Ser 


Pro 


Gly 


7 3 






20 










25 










30 


Ala 


Val 


7 2 


Al a 


Cvs 


Pro 


Ala. 


Leu 


G] y 


Thr 


Lys 


Ser 


Cys 


Ser 


Ser 


Ser 


Cys 


7 3 




35 










40 










4 5 








7 4 


H is 


Asp 


Leu 


1.1 e 


Phe 


Trp 


Arg 


Asp 


val 


Lys 


Lys 


Thr 


Giy 


Phe 


Va 1 


Phe 


7 5 




50 










5 5 










60 








T. le 


76 


G 1 V 


Tli r 


Th r 


Leu 


J. .1 e 


Met 


Leu 


Leu 


Ser 


Leu 


Ala 


Ala 


Phe 


Ser 


Val 


77 


6 5 










70 










7 5 










80 


78 


Ser 


Val 


Val 


ser 


Tyr 


Leu 


He 


Leu 


Ala 


Leu 


Leu 


Ser 


Val 


Thr 


lie 


Ser 


70 










8 5 










90 










95 


Glu 


80 


Phe 


Arg 


He 


Tyr 


Lys 


Ser 


Val 


He 


Gin 


Ala 


Val 


Gin 


Lys 


Ser 


Glu 


8 1 






:ioo 










10 5 










110 






82 


Giy 


His 


Pro 


Phe 


Lys 


Ala 


Tyr 


Leu 


Asp 


Val 


Asp 


He 


Thr 


Leu 


Ser. 


Ser 


83 




115 










120 










125 








84 


GiU 


Ala 


Phe 


Mis 


Asn 


Tyr 


Met 


Asn 


Ala 


Ala 


Met 


vai 


His 


He 


Asn 


Arg 


85 




130 










13 5 










14 0 










06 


Ala 


Leu 


Lys 


Leu 


lie 


He 


Arg 


Leu 


Phe 


Leu 


Val 


Glu 


Asp 


Leu 


Val 


Asp 


87 


14 5 








150 










15 5 










160 


88 


Ser 


Leu 


Lys 


Leu 


Ala 


Val 


Phe 


Met 


Trp 


Leu 


Met 


Thr 


Tyr 


Val 


Gly 


Ala 


89 










165 










170 










17 5 


Phe 


90 


Val 


Phe 


Asn 


Gly 


He 


Thr 


Leu 


Leu 


He 


Leu 


Ala 


Glu 


Leu 


Leu 


lie 


91 








18 0 










185 










190 






92 


Ser 


Val 


Pro 


He 


Val 


Tyr 


Glu 


Lys 


Tyr 


Lys 


Thr 


Gin 


He 


Asp 


His 


Tyr 


93 






.1 9 5 










200 










205 








94 


Vai 


Gly 


He 


Ala 


Arg 


Asp 


Gin 


Thr 


Lys 


Ser 


lie 


Val 


Glu 


Lys 


He 


Gin 


95 




210 










215 










220 










9 6 


Ala 


Lys 


Leu 


Pro 


Gly 


He 


Ala 


Lys 


Lys 


Lys 


Al a 


Glu 










97 


225 










230 










235 












9 9 


<210> SEQ ID NO 


: 3 

























100 <211> LENGTH: 261 

.1.01 <212> TYPE: PRT 

102 <213> ORGANISM: Homo sapiens 

104 <4 0 0> SEQUENCE: 3 

10 5 Met Ala Glv Pro Glu Leu Leu Leu Asp Ser Asn He Arg Leu Trp Val 

.106 1 ' 5 ■ 10 15 

107 Val Leu Pro He Val He He Thr Phe Phe Val Gly Met He Arg H.is 

1.08 20 25 30 

109 Tyr Val Ser He Leu Leu Gin Ser Asp Lys Lys Leu Thr Gin Glu Gin 

HO 35 4 0 45 

HI Val Ser Asp Ser Gin Val Leu lie Arg Ser Arg Val Leu Arg Glu Asn 
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112 




50 










55 










60 








Phe 


113 


L) J. J 


LVS 


Tv r 


I le 


Pro 


Lys 


Gl n 


Ser 


Phe 


Leu 


Thr 


Arg 


Lys 


Tyr 


Tyr 


114 


6 5 






70 










75 








va.1 


80 


1 1 S 


As n 


Asn 


Pro 


Glu 


Asp 


Gly 


P he 


Phe 


Lys 


Lys 


Thr 


Lys 


Arg 


Lys 


Val 


116 










B5 










90 










9 5 




117 


Pro 


Pro 


Ser 


Pro 


Met 


Thr 


ASp 


Pro 


Thr 


Met 


Leu 


Thr 


Asp 


Met 


Met 


Lys 


n a 








100 










10 5 










.110 




1.1 e 


11 9 




Asn 


Va 1 


Thr 


Asn 


Val 


Leu 


Pro 


Met 


Tie 


Leu 


lie 


Gly 


Gly 


Trp' 


12 0 






1 1 5 










120 










125 








121 


As n 


Me t 


Thr 


Phe 


Ser 


G 1 y 


P he 


Val 


Thr 


Thr 


Lys 


Val 


Pro 


Phe 


Pro 


Leu 


122 




130 










135 










14 0 








Thr 


123 


Thr 


Leu 


A 1:9 


Plie 


Lys 


Pro 


Met 


Leu 


Gin 


G3.n 


Gly 


He 


Glu 


Leu 


Leu 


124 


14 5 






150 










15 5 










160 


125 


Leu 


Asp 


Ala 


Ser 


Trp 


Val 


ser 


Ser 


Ala 


Ser 


Trp 


Tyr 


Phe 


Leu 


Asn 


Val 


126 








165 










170 










175 


Ala 


127 


Phe 


Gly 


Leu 


Arg 


Ser 


lie 


Tyr 


Ser 


Le u 


Tie 


Leu 


Gly 


Gin 


Asp 


As n 


12 8 








180 










18 5 










190 






129 


Ala 


Asp 


Gin 


Ser 


Arg 


Met 


Met 


Gin 


Glu 


Gin 


Met 


Thr 


Gly 


Ala 


Ala 


Met 


3 30 




195 










200 










205 






Ala 


131 


Ala 


Met 


Pro 


Ala 


Asp 


Thr 


Asn 


Lys 


Ala 


Phe 


Lys 


Thr 


Glu 


Trp 


Glu 


132 




210 










215 










220 






Gl u 


G Iu 


1 3 3 


Leu 


GJ.u 


Leu 


Thr 


Asp 


His 


Gin 


Trp 


Ala 


Leu 


Asp 


Asp 


Val 


Glu 


134 


225 










230 










235 










240 


135 


Leu 


Met 


Ala 


Lys 


Asp 


Leu 


His 


Phe 


Glu 


Gly 


Met 


Phe 


Lys 


Lys 


Glu 


Leu 


136 










24 5 










250 










25 5 




137 


G 1 u 


Thr 


Ser 


I le 


Phe 
























I 38 








260 



























.140 <210> SEQ IP NO: 4 

141 <211> LENGTH: 328 

142 <212> TYPE: PKT 

14 3 <213> ORGANISM: Homo sapiens 
14 5 <4 00> SEQUENCE: A 

146 Met Val Ser Lys Ala Leu 

147 I 5 
1.4 8 Arg Met Lys Leu Leu Leu 

149 " ' 20 

150 Val Trp Gly Asn Phe val 

151 35 

152 Gin Glu Asn Gly Glu Leu 
1 53 50 

154 Glu Pro Leu Arg Glu Lys 

155 65 70 

156 Lys Tyr Pro Pro Val Lys 
1.57 " 85 

158 Leu He Thr Gly Gly Ala 

159 100 

160 Leu Met Met Asp Gly ills 

161 115 

162 Gly Arg Lys Arg Asn Val 




Leu 


Arg 


Leu 


Val 


Ser 


Ala 


Va 1 


Asn 


Arg 


Arg 








10 










15 




Gly 


He 


Ala 


Leu 


Leu 


Ala 


Tyr 


Val 


Al a 


Ser 














30 






Asn 


Met 


Ser 


Phe 


Leu 


Leu 


Asn 


Arg 


Ser 


He 




4 0 










4 5 








Lys 


He 


Glu 


Se r 


Lys 


lie 


Glu 


Glu 


Met 


val 


55 










6 0 










1.1 e 


Arg 


Asp 


Leu 


Glu 


Lys 


Ser 


Phe 


Thr 


Gin 










75 










80 


Phe 


Leu 


Ser 


Glu 


Lys 


ASp 


Arg 


Lys 


Arg 


lie 








90 










95 




Gly 


Phe 


Val 


Gly 


Ser 


His 


Leu 


Thr 


AS p 


Lys 






105 










110 






Glu 


Va 1 


Thr 


Val 


Val 


Asp 


As it 


Phe 


Phe 


Thr 




120 










125 








Glu 


His 


Trp 


I le 


Gly 


H J.S 


Glu 


Asn 


Phe 


Gl u 
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16 3 




130 










135 










14 0 










16 4 


Leu 


lie 


Asn 


H .1 S 


Asp 


Val 


val 


Glu 


Pro 


Leu 


Tyr 


He 


Glu 


Gly 


Val 


Glu 


16 5 


1 4 5 










150 










155 










160 


16 6 


Vdl 


Ary 


Val 


Ala 


Arg 


He 


Phe 


Asn 


Thr 


Phe 


Gly 


Pro 


Arg 


Met 


His 


Met 


16 7 








16 5 










170 










175 




168 


Asn 


Asp 


Gly 


Arg 


Val 


Val 


Ser 


Asn 


Phe 


He 


Leu 


Gin 


Ala 


Leu 


Gin 


Gly 


169 








180 










185 










.190 






170 


Glu 


Pro 


Leu 


Th r 


Val 


Tyr 


Gly 


Ser 


Gly 


Ser 


Gin 


Thr 


Arg 


Ala 


Phe 


Gl n 


171 






1 9 5 










200 










205 








.17 2 


Tyr 


Val 


Ser 


Asp 


Leu 


Vrjl 


Asn 


Gly 


Leu 


Val 


Ala 


Leu 


Met 


As n 


Ser 


Asn 


17 3 


210 










215 










220 










174 


Val 


Ser 


Ser 


Pro 


VcXl 


Asn 


Leu 


Gly 


Asn 


Pro 


Glu 


Glu 


His 


Thr 


He 


Leu 


175 


225 










2 30 










235 










24 0 


176 


Glu 


Phe 


Ala 


Gin 


Leu 


lie 




Asn 


Leu 


Val 


Gly 


Ser 


Gly 


Ser 


Glu 


lie 


177 










245 










250 










255 




178 


Gin 


Piie 


Leu 


Ser 


Glu 


Ala- 


Gin 


ASp 


Asp 


Pro 


Gin 


Lys 


Arg 


Lys 


Pro 


Asp 


17 9 








26 0 










265 










270 






180 


lie 


Lys 


Lys 


Ala 


Lys 


Leu 


Met 


Leu 


Gly 


Trp 


Glu 


Pro 


Val 


Val 


Pro 


Leu 


181 






275 










280 










28 5 








18 2 


Glu 


Glu 


Gly 


Leu 


Asn 


Lys 


Ala 


lie 


His 


Tyr 


Phe 


Arg 


Lys 


Glu 


Leu 


Glu 


18 3 




290 










295 










300 










18 4 


Tyr 


Gin 


Ala 


As n 


Asn 


Gin 


Tyr 


lie 


Pro 


Lys 


Pro 


Lys 


Pro 


Ala 


A'rg 


He 


185 


305 










310 










315 










320 


186 


Lys 


Lys 


Gly 


Arg 


Thr 


Arg 


His 


Ser 


















187 










325 
























189 


<210> SEQ TD NO 


5 
























1 9 0 


<211> LENGTH: 3 00 
























191 


<212> TYPE: 


PRT 


























192 


<213> ORGANISM: 


Homo sapiens 


















1 9 4 


<40 0> SEQUENCE: 


5 
























195 


Met 


Lys 


Phe 


Leu 


Leu 


Asp 


He 


Leu 


Leu 


Leu 


Leu 


Pro 


Leu 


Leu 


lie 


Val 


19 6 


1 






5 










10 










1 5 




197 


Cys 


Ser 


Leu 


Glu 


Ser 


Phe 


Val 


Lys 


Leu 


Plie 


He 


Pro 


Lys 


Arg 


Arg 


Lys 


198 








20 










25 










30 






199 


Ser 


Val 


Thr 


Gl.y 


Glu 


He 


Val 


Leu 


He 


Thr 


Gly 


Ala 


Gly 


His 


Gly 


He 


200 






3 5 










4 0 










45 








201 


Gly 


Arg 


Leu 


Thr 


Ala 


Tyr 


Glu 


Phe 


Ala 


Lys 


Leu 


Lys 


Ser 


Lys 


Leu 


Val 


2 02 




50 










55 










60 










20 3 


Leu 


Trp 


Asp 


He 


Asn 


Lys 


His 


Gly 


Leu 


Glu 


Glu 


Thr 


Ala 


Ala 


Lys 


Cys 


20 4 


65 










7 0 










75 










80 


20 5 


Lys 


Gly 


Leu 


Gly 


Ala 


Lys 


Va 1 


His 


Thr 


Phe 


Val 


val 


Asp 


Cys 


Ser 


Asn 


20 6 








8 5 










90 










95 




20 7 


Arg 


Glu 


Asp 


lie 


Tyr 


Ser 


Ser 


Ala 


Lys 


Lys 


Val 


Lys 


Ala 


Glu 


He 


Gly 


208 








1 0 0 










10 5 










110 






209 


Asp 


Va 1 


Ser 


He 


Leu 


Val 


Asn 


Asn 


Ala 


Gl.y 


Val 


Val 


Tyr 


Thr 


Ser 


Asp 


210 




115 










120 










1 2 5 








211 


Leu 


Phe 


Ala. 


Thr 


Gin 


Asp 


Pro 


Gin 


lie 


Glu 


Lys 


Thr 


Phe 


Glu 


Val 


Asn 


212 




130 










1 3 5 










14 0 










2.13 


Val 


Leu 


A.], a 


His 


Phe 


Trp 


Thr; 


Thr 


Lys 


Ala 


Phe 


Leu 


Pro 


Ala 


Met 


Thr 
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214 


14 5 










150 










155 










.160 


215 


Lys 


Asn 


Asn 


His 


Gly 


His 


He 


val 


Thr 


Val 


Ala 


Ser 


Ala 


Ala 


Gly 


Hi s 


216 










1 6 5 










170 










175 




217 


Val 


Ser 


Val 


Pro 


Phe 


Leu 


Leu 


Ala 


Tyr 


Cys 


Ser 


Ser 


Lys 


Phe 


Ala 


Ala 


2 1.8 








180 










185 










.190 






219 


Val 


Gly 


Phe 


His 


Lys 


Thr 


Leu 


Thr 


Asp 


Glu 


Leu 


Ala 


Ala 


Leu 


Gin 


He 


220 






.19 5 










2 00 










205 








2 21 


Thr 


Gly 


Val 


Lys 


Thr 


Thr 


Cys 


Leu 


Cys 


Pro 


Asn 


Phe 


Val 


Asn 


Thr 


Gly 


222 




2.10 










215 










220 










223 


Phe 


He 


Lys 


AS 11 


Pro 


Ser 


Thr 


Ser 


Leu 


Gly 


Pro 


Thr 


Leu 


Glu 


Pro 


Glu 


2 24 


225 










230 










235 










24 0 


225 


Glu 


Val 


Val 


Asn 


Arg 


Leu 


Met 


His 


Gly 


Tie 


Leu 


Thr 


Glu 


Gin 


Lys 


Met 


226 










24 5 










250 










255 




227 


Tie 


Phe 


Ho 


Pro 


Ser 


Ser 


Tie 


Ala 


Phe 


Leu 


Thr 


Thr 


Leu 


Glu 


Arg 


Tie 


228 








260 










265 










270 






2 29 


Leu 


Pro 


Glu 


Arg 


Phe 


Leu 


Ala 


Val 


Leu 


Lys 


Arg 


Lys 


lie 


Ser 


Val 


Lys 


2 '3 0 






275 










28 0 










285 








2 31 


Phe 


Asp 


Ala 


Val 


lie 


Gly 


Tyr 


Lys 


Mel- 


Lys 


Ala 


Gin 










23 2 




290 










295 










300 










2 34 


<210> SEQ ID NO 


6 
























235 


<211> LENGTH : If 


32 
























2 36 


<212> TYPK: 


PRT 


























237 


<213> ORGANISM: 


Homo sapiens 


















239 


<4 0 0> SEQUENCE: 


6 
























24 0 


Met 


Lys 


Gly 


Trp 


Gly 


Trp 


Leu 


Ala 


Leu 


Leu 


Leu 


Gly 


Ala 


Leu 


Leu 


Gly 


2 41 


1 








. 5 










10 










15 




242 


Thr 


Ala 


Trp 


A ) a 


Arg 


Arg 


Ser 


Gin 


Asp 


Leu 


H is 


Cys 


Gly 


Ala 


Cys 


Arg 


243 








20 










25 










3 0 






244 


Ala 


Le u 


Val 


Asp 


Glu 


Leu 


Glu 


Trp 


Glu 


He 


Ala 


Gin 


val 


Asp 


Pro 


Lys 


24 5 






3 5 










4 0 










45 








246 


Lys 


Thr 


lie. 


Gin 


Me t 


Gly 


Ser 


Phe 


Arg 


He 


Asn 


Pro 


Asp 


Gly 


Ser 


Gin 


247 




50 










5 5 










6 0 










24 8 


Ser 


Val 


Val 


Glu 


Val 


Pro 


Tyr 


Ala 


Arg 


Ser 


Glu 


Ala 


His 


Leu 


Thr 


Glu 


249 


65 










7 0 










75 










8 0 


250 


Leu 


Leu 


Glu 


Glu 


He 


Cys 


Asp 


Arg 


Met 


Lys 


Glu 


Tyr 


Gly 


Glu 


Gl n 


Tie 


2 51 










8 5 










90 










95 




2 52 


Asp 


Pro 


Ser 


Th r 


His 


Arg 


Lys 


Asn 


Tyr 


Val 


Arg 


Val 


Val 


Gly 


Arg 


Asn 


253 








ioo 










10 5 










110 






2 54 


Gly 


Gl u 


Ser 


Ser 


Glu 


Leu 


Asp 


Leu 


Gin 


Gly 


He 


Arg 


He 


Asp 


Ser 


Asp 


255 






115 










12 0 










125 








256 


Tie 


Ser 


Gly 


Thr 


Leu 


l.ys 


Phe 


Ala 


Cys 


Glu 


Ser 


I le 


Val 


Gl u 


Glu 


Tyr 


257 




130 










1 35 










14 0 










258 


Glu 


Asp 


G1.U 


Leu 


I le 


Glu 


Phe 


Phe 


Ser 


Arg 


Glu 


Ala 


Asp 


Asn 


Val 


Lys 


259 


14 5 










150 










155 










1 6 0 


260 


Asp 


Lys 


Leu 


Cys 


Ser 


Lys 


Arg 


Thr 


Asp 


Leu 


Cys 


Asp 


His 


Ala 


Leu 


His 


2 61 










16 5 










170 










17 5 




262 


He 


Ser 


His 


Asp 


Glu 


Leu 






















263 








100 


























2 65 


<210> SEO ID NO 


: 7 
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IilpUl Set : A:\PT0.txt 

Output Set: N:\CRF3\0104 2001\I6 74 2 3 5.raw 

L:10 M:270 C: Current Application Number differs, Replaced Application Number 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
i..:705 H:3G1 W: Invalid Split Cod on.. Sequence data for SEQ IDS: 21 
L:12 0S M:112 C: (4 8) String data converted to lower case, 
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